Supplementary Table S4. Predicte

k000680 : Methane metabolism
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K00402
K00401
K00402
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K00402
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NA

K00583
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Enzyme description

CoB--CoM heterodisulfide reductase subunit C
Dimethylamine methyltransferase corrinoid protein
Dimethylamine:corrinoid methyltransferase
F420-dependent methylenetetrahydromethanopterin
dehydrogenase

Formylmethanofuran dehydrogenase (molybdenum) operon gene

G

Formylmethanofuran dehydrogenase (molybdenum) subunit C
Formylmethanofuran dehydrogenase (tungsten) subunit D
Formylmethanofuran dehydrogenase subunit B
Formylmethanofuran--tetrahydromethanopterin N-
formyltransferase

Methyl coenzyme M reductase gamma subunit

Methyl coenzyme M reductase I beta subunit

Methyl coenzyme M reductase I gamma subunit

Methyl coenzyme M reductase II alpha subunit

Methyl coenzyme M reductase II gamma subunit
Methylcrotonyl-CoA carboxylase biotin-containing subunit
Methylmalonyl-CoA decarboxylase, beta chain
Methylthioribose-1-phosphate isomerase
Monomethylamine methyltransferase corrinoid protein
Monomethylamine permease

Monomethylamine:corrinoid methyltransferase
pyrrolysine-containing
NS5-methyltetrahydromethanopterin:coenzyme M
methyltransferase subunit G
NS5-methyltetrahydromethanopterin:coenzyme M
methyltransferase subunit H
N(5),N(10)-methenyltetrahydromethanopterin cyclohydrolase
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EC number
EC 1.8.98.1

EC1.599.9

EC 1.2.99.5
EC 1.2.99.5
EC 1.2.99.5

EC2.3.1.101
EC2.8.4.1
EC2.8.4.1
EC2.8.4.1
EC2.8.4.1
EC2.8.4.1
EC6.4.14
EC4.1.1.41
EC5.3.1.23
NA

NA

NA

NA

EC2.1.1.86

EC2.1.1.86
EC3.5.4.27
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